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A simple algorithm for sorting by reversal
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Abstract

Computing reversal distance of two
signed permutations has given rise to
computational molecular biology with
regard to genome rearrangement in the
recent decade. Given two genomes
represented as signed permutations of the
same elements, the problem consists in
finding the minimum number of reversals
that transforms one genome into the other. In
this paper we present a new algorithm for
the problem of sorting signed permutations
by reversals without complex construction.
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2.1 signed permutation and reversal distance
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1: S « Interval(P)
2:R<—

3: while( S# )

4:  OS « Oriented(S)
5 if( OS==Y) then

6 I — Max_Overlap(S)

7:  else

8 for each OI[i] in OS

9: OR[i] < Reversal( P, OI[i] )
10: I « Safe(S, OS, OR)

I11: R« R+I

12: P« Reversal(P, I)

13: S « Interval(P)

14: end while

15: Output(R)
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Safe(S, OS, OR):

Minl < Min2 « ||
X1 X2 -1
for i« 0 to |OS|
M « Interval(OR[i])
T « Orinted(M)
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Minl < |M]
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else
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