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	摘要: 
	Many proteins contain compact units (domains) that can fold into a 3D structure that looks as if they have independent stability. We began by performing an all-against-all pair-wise alignment of a non-redundant set of protein domains using the gapped BLAST program. The hierarchical clustering algorithm is used to classify the protein domains into groups. One of the most widely used scripting language, PHP, is used to handle strings of characters, and when embedded with HTML it is able to display the result through the web browser interface. This classification scheme could be used to identify the unknown domain architecture of a protein sequence.


